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<210> 1 

<211> 209 

<212> DNA 

<213> Homo Sapiens 



aggcactggt cagaatgaag tgaatggcac acaggacaag tccagaccca ggaaggtcca 60 
gtaacatggg agaagaacgg aaggagttct aaaattcagg gctcccttgg gctcccctgt 120 
ttaaaaatgt aggttttatt attatatttc attgttaaca aaagtccrtg agatctgtgg 180 



<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligo 
<400> 2 

aggcactggt cagaatgaag 20 

<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligo 



<400> 



1 



aggataaagg 



gggagctgta ttttccatt 



209 



<400> 3 

aatggaaaat acagctcccc 



20 



<210> 4 

<211> 241 

<2T2> DNA 

<213> Homo Sapiens 



:400> 4 
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